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Abstract

Background and Aims: Klebsiella pneumoniae is a gram-negative bacterium and a member of
the Enterobacteriaceae family. It causes nosocomial infections in hospitalized patients. The aim of
this review is to investigate the mechanism and classification of genes involved in the development
of resistance in Klebsiella pneumoniae.

Materials and Methods: This descriptive study reviewed international scientific sources such as
Scopus, Pub Med, Research Gate, and Google Scholar search engine. Important keywords such as
Klebsiella pneumoniae, antibiotic resistance, genes coding for beta-lactamase, aminoglycoside,
fluoroquinolone, polymyxin, fosfomycin, and tigecycline enzymes were used in this study.

Results: A total of 42 articles were included in the study by reviewing 70 articles between 2005 and
2023. Avrticles that did not have the possibility of open access and were also presented as abstracts
in congresses were excluded from the review.

Conclusion: Opportunistic microorganisms such as Klebsiella pneumoniae are exposed to
different types of antibiotics in hospital and clinic settings due to using broad-spectrum antibiotics,
causing the development of resistance genes. The level of resistance in patients is increasing due to
a lack of observing therapeutic profiles.
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